Vertebrate RXR, SRC1, and GRIP1 sequences were obtained through BLAST analysis of the National Center for Biotechnology Information (NCBI; Bethesda, MD. URL: www.ncbi.nih.gov/). RXR DNA-binding domains (DBDs) and ligand-binding domains (LBDs) were identified from the annotated NCBI sequences. The sequences of the non-mammalian SRC1 and GRIP1 coactivators were compared to the human sequences in order to identify the NR boxes of each SRC/p160 coactivator. Predicted amino acid sequences of full-length RXR and the NR boxes of SRC1 and GRIP1 were aligned using CLUSTALW (1) via the SDSC Biology Workbench (2). GenBank accession numbers for all RXR, SRC1, and GRIP1 are listed in S1 Table. The RXR results are in Table S2 , and the SRC1 and GRIP1 results are in S3 Fig. 
